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OmHUM W3 CYyLIECTBEHHBIX MPEISTCTBHHA TpH  pa3paboTKe MareMaTHyeckux Mojeneil myreit
BHYTPHUKJICTOYHON CHTHAIIMU3AIMK SBIIACTCS TaK HA3bIBAEMBIA «KOMOWHATOPHBIN B3pBIBY, T.€. OBICTPHIA POCT
pa3sMEpHOCTH MOIENX (YUCIAa OMHCHIBAGMBIX MOJICKYJSIDHBIX KOMITOHEHT) TpU JIOOABICHWH B HEC HOBBIX
peakuuii, OENKOB, CAWTOB MOCT-TPAHCISIUOHHON Momudukaimu. [ MOCTPOCHHS, CHMYISIMH W aHAIN3a
MOJIeTICH, WMEIOMNX CKIOHHOCTh K «KOMOWHATOPHOMY B3pBIBY» B mociemuue 10 mer Opumm pa3paboTaHb
Metonel rule-based wmomemmpoBanmst [1-3]. IlpuHmmMI Takoro momxofa 3akIOYaeTcs B 3aMEHE SBHOTO
KHHETHYECKOTO ypaBHEHHS Ha MHHHUMAIbHO HEOOXomWMBIH mabioH (rule), 9TO TMO3BONSET KakK BBINHCATH
YpaBHEHHsI MO/ B SBHOM BHIE, TaK U COOHpATh MOJCIb «HA JIETy» B TOM ClIydae, €CJIH OHA COACPIKUT
CJIMIIIKOM OOJIBIIOEC YHCIO BO3MOXHBIX MOJICKYISAPHBIX KOMIOHEHT. CyIleCTBCHHBIM HemocTarkoM rule-based
MOJXO/Ia SIBJIICTCS OTCYTCTBHE CHCTEMbl HIICHTH(OUKAIMHM MApaMETPOB MOJICIH M ONTUMH3AIMH IOBEACHUS
Mozenu. B Toxxe camoe Bpemsi, 1 rule-based mMozenelt pa3paboTaHHBI METOJBI TOCTPOCHUS PENYIIMPOBAHHBIX
cUCTeM TU(epeHIHATIbHBIX YPABHEHUH /IS TAK HA3bIBAEMBIX CTOXaCTHYECKUX (parmeHToB. Hamu paszpaborana
METOMINKA, TO3BOJISAIOIIAS HICHTH(OUITUPOBATH BCE MApaMETPBI MOAECIIH, UCTIONB3YS PEAYIIUPOBAHHBIC YPAaBHCHUS.

B nmoknanme Ha mpmMepe Mopeded HHAMMANWN OaKTepHAIbHOW TpaHCKpUNIMU [4] ¥ monmMepu3anuu
KJIaTPUHA MPEACTABICHBI METO/IbI MOJTOHKH TAPAMETPOB U aHAIN3a MapaMETPHUYSCKON YYBCTBUTEIBHOCTH rule-
based moneneii.
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